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Propositions
1. SUMOylation tethers together the DNA damage response and transcriptional regulation, two separate 
SUMO research fields, by orchestrating transcriptional silencing in response to DNA damage (this thesis).
 
2. USP11 can interact with RNF4, can oppose the function of RNF4 on PML nuclear bodies and SUMOylated 
PML, and can interact with and process hybrid ubiquitin-SUMO chains. As such, USP11 functions as a 
STUSP; a SUMO-Targeted Ubiquitin-Specific Protease (this thesis).
3. Half of the SUMO sites identified by mass spectrometry do not reside in a SUMOylation consensus motif, 
thereby eluding in silico prediction and stressing the importance of exhaustive SUMO proteomics (this 
thesis).
4. Co-occurrence of SUMOylation, ubiquitylation and acetylation on the exact same protein lysines is 
indicative of extensive regulatory crosstalk and competition between these major post-translational 
modifications, and highlights the enormous complexity of the dynamically modified proteome (this 
thesis).
5. Many other SUMO sites remain to be discovered as a direct consequence of cell-type-specific or 
stimulus-dependent SUMOylation, which may readily be investigated with the QQTGG and PRISM 
methodology (this thesis).
6. Ultimately, PRISM will allow for system-wide identification of lysines modified by endogenous SUMO in 
highly complex samples, such as patient material and animal tissues, thereby aiding in understanding 
the role of SUMO in cancer and other diseases (this thesis).
7. SUMO contributes to numerous biological pathways in developing and adult organisms, and an 
increasing number of diseases are being identified that are associated with a failure to appropriately 
SUMOylate target proteins (Flotho et al. (2013) Annu. Rev. Biochem. 82, 357-385).
8. The identification of SUMOylated proteins and of their SUMOylation sites is the first step toward full 
comprehension of the broad activity of this modification and its functional relevance in several cellular 
processes (Filosa et al. (2013) Neuromolecular. Med. 15, 661-676).
9. The potential scope for biochemical and functional diversity in a “SUMO/ubiquitin/Ubl code” is clearly 
enormous, and it is even larger when one considers that such modifications may also be recognized in 
conjunction with other protein modifications such as phosphorylation and PARylation (Jackson et al. 
(2013) Mol. Cell 49, 795-807).
10. An intriguing possibility is that most recognizable nuclear assemblies, including those identifiable by 
microscopy as nuclear bodies, may be partially concentrated and held together by SUMOylation in order 
to spatially organize nuclear activities (Jentsch et al. (2013) Annu. Rev. Genet. 47, 167-186).
11. Defining SUMOylated protein groups will be a challenging task because due to redundancy and synergy 
of SUMO ligases and proteases, experimental approaches that focus on the SUMOylation of individual 
components will in many cases not be revealing (Raman et al. (2013) Chromosoma 122, 475-485).
12. Happiness equals reality minus expectations (Tom Magliozzi, 2001).
13. The definition of insanity is doing the same thing over and over again and expecting different results 
(Rita Mae Brown, from Sudden Death, Page 68, 1983).
14. A fool thinks himself to be wise, but a wise man knows himself to be a fool (William Shakespeare, from 
As You Like It, Act 5, Scene 1, 1623).
15. The problem with science is that you have a bunch of empiricists trying to describe things of unimaginable 
wonder (Bill Watterson, from Calvin and Hobbes, 1985).
